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In recognition of the complex functions that can be achieved by tandem riboswitch arrangements 1,2,
and in recognition of the existence of strikingly small aptamers for some riboswitches3, the status of
Breaker Laboratory “Molecule of the Year” is conferred upon these systems.

Moost riboswitches usually occur alone and control the expression of adjacent genes by binding

a single defined metabolite. However, far more complex gene control characteristics can emerge when
Riboswitches are arranged in tandem, including digital gene control characteristics and Boolean logic
gate functions. In another extreme, riboswitches do not require large stretches of nucleotides to form
precision metabolite sensors, indicating that relatively small and simple RNA elements can be used to
achieve exceptional sensitivity, specificity and complexity in metabolite sensing and gene control.
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